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Rotavirus transmission model details
The differential equations describing the rotavirus transmission model are as follows where ua is the rate of aging out of age group a, and v1,a(t) and v2,a(t) are the proportion of individuals of age a who received and responded to the first and second dose of rotavirus
vaccine, respectively, at time t (=0 for all a2). All other model parameters are described in the main text and listed in Table S2 . Fixed parameter estimates were based on a seminal birth cohort study by Velázquez et al (25) . Other studies have suggested that there is a short-lived period of immunity following infection (41-43), while household transmission studies and viral shedding data highlighted the important role of children as sources of infection (44, 45) .
The force of infection is given by:
, where (t) is the seasonally-varying transmission parameter. Seasonality in the rate of transmission is modeled using a simple sinusoidal function, such that (t) = 0(1 + bcos(2π(t -))), where 0 is the baseline transmission rate, b is the amplitude of seasonality, and  is the seasonal offset parameter. We assumed homogeneous mixing, such that all individuals are equally likely to contact one another, but that children <1 year of age, 1-year olds, and 2-year olds were at increased risk of acquiring rotavirus (c0, c1, and c2, respectively), after exploring other mixing assumptions (9). We assumed that only a proportion h of moderate-to-severe RVGE cases (D)
were hospitalized when fitting our model to the age-specific hospitalization data. The reporting fraction h and the transmission parameters (0, a, , c0, c1, c2) were previously estimated by maximum likelihood (Table S2 ) (9), assuming that the observed number of hospitalization among individuals of age a in month t was Poisson-distributed with mean equal to the modelpredicted incidence hDa,t, where Da,t is the number of incident cases in age group a: Da,t = 
d1a(t)S0,a(t) + d2a(t)S1,a(t).
